We studied 2,246 episodes of childhood diarrhea over a 2-year period in a general hospital serving a population of about one million on the island of Hong Kong. Rotavirus (24%) and nontyphoid salmonellas (23%) were the most common causal agents, followed by Campylobacter sp. (9%). Rotavirus occurred largely during winter, whereas salmonellas and Campylobacter sp. occurred more commonly during summer and autumn, respectively. Enterotoxigenic Escherichia coli was rarely isolated (1%), and the isolates were clonally diverse. A small percentage (2.8%) of E. coli had serological specificities commonly associated with enteropathogenic E. coli, but only two of the isolates were also positive for HEp-2 adhesive factor. Pure or heavy and predominant growth of E. coli was obtained in repeated stool cultures of 432 (19%) of these episodes, which did not yield any of the above-mentioned pathogens. Although associated with diarrhea, these E. coli isolates possess neither the pathogenic attributes of enterotoxigenic E. coli nor the properties commonly associated with enteropathogenic E. coli. Enteroinvasive E. coli and enterohemorrhagic E. coli were considered unlikely causes on clinical grounds.
Infective diarrhea is a common childhood disease, the etiology of which changes according to geography, climatic conditions, nutritional status, and other circumstances. Previous studies showed that for urban centers rotavirus and Salmonella sp. are the important causal agents (5, 13, 21) , whereas in rural areas, especially where water supply and public health measures are poor, enterotoxigenic Escherichia coli (ETEC), Shigella sp., and other bacterial agents assume an important role (3) . We describe the results of a 2-year study of childhood diarrhea in patients 5 years old or younger who were admitted since 1983 to a hospital which serves a population of about one million on the island of Hong Kong. The pattern of diarrheal disease in this population is similar to that of other urban centers, with rotavirus being the most important of the conventional intestinal pathogens (21) . The study also shows that E. coli is associated with a large proportion of the childhood diarrhea episodes in this city. The nature of this association was further investigated by serogrouping (9) and by testing the isolates for the presence of enterotoxins (7, 14, 17, 18) , colonization factors (10, 11) , and enteroadhesive factor (6, 19) . Only a small proportion of these E. coli isolates possessed the above-mentioned pathogenic attributes. Most of the isolates, if they are indeed the causes of the diarrheal episodes, appear to cause diarrhea by unknown mechanisms.
( isolated from sporadic cases at Queen Mary Hospital (Table  2) . This contention was supported by the findings that all of these isolates, referred to as ST-H 0126, had the same antibiotic resistance pattern (susceptible to ampicillin and resistant to chloramphenicol, sulfamethoxazole, streptomycin, and tetracycline) and that they also had the same biotype (fermentation of raffinose, rhamnose, salicin, sucrose, and xylose only). These isolates harbored one or more plasmids (Fig. 1) . On Southern blotting, the ST-H gene of ST-H 0126 was localized to a plasmid of 64 MDa (Fig. 1,  lanes F to L) . This was contrasted with ST-H ETEC isolates from Japan (lanes A to D). In these isolates, the ST-H gene was localized to plasmids of sizes between 50 and 76 MDa.
The isolates elaborating LT were as prevalent as those which elaborated ST-H. Unlike the latter, the LT ETEC isolates appeared to be clonally diverse. They exhibited different antibiotic resistance patterns and were of different biotypes. The LT was also localized to plasmids of sizes between 49 and 74 MDa (Fig. 2, lanes A to E) .
There were five isolates which harbored two or more enterotoxin genes simultaneously. Three of these isolates (LT and ST-H) were positive for CFA/Il but exhibited different antibiotic resistance patterns. The enterotoxin plasmids in these isolates were simultaneously probed with ST-H and LT. All five strains harbored three different plasmids each (Fig. 3A) . The blots of individual isolates were separately probed with both LT and ST, and the plasmids thus identified by either probe from each isolate were of similar sizes, except for one. In the latter, the LT plasmid had a larger molecular mass (65 MDa) than the ST-H plasmid (59 MDa) (data not shown). These results are supported by Fig. 3B , for which the blots were probed for LT and ST-H simultaneously. The LT and ST-H plasmids from one isolate (lane D) were clearly resolved, whereas the enterotoxin genes appeared to be encoded by the same or similar plasmids in the other four isolates (lanes A, B, C, and E).
DISCUSSION
The above-described pattern of childhood diarrhea for Hong Kong is akin to that in other major urban centers. Crowded living and possibly climatic conditions are probably major contributing factors to rotavirus being the most important of the causal agents. This is followed by foodborne infections due to nontyphoid salmonellas and, to a lesser extent, C. jejuni. The virtually exclusive dependence of Hong Kong on imports for its food supplies is believed to have resulted in the large variety of Salmonella species circulating in this community. Effective public health measures and a good water supply, on the other hand, have reduced waterborne infection to a minimum in this city. Consequently, ETEC, which was primarily a waterborne agent (22) , was encountered extremely rarely in the present study.
The rare ETEC isolates were clonally diverse. The most prevalent of these isolates was a strain designated ST-H 0126, which caused both sporadic diarrhea and hospital outbreaks. These isolates carried an ST-H gene borne on a plasmid of 64 MDa. They were positive for CFA/I, had 0126 serological specificity, and exhibited the same antibiogram and biotype. The strain had persisted for, and was isolated throughout, the 2-year period of study. The above-mentioned properties (22) .
The large preponderance of E. coli isolates associated with childhood diarrhea but possessing none of the commonly described pathogenic attributes thus highlights the need for further research on the pathogenesis of childhood diarrhea associated with these organisms.
